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(A) Homo Sapiens - JNKK2 cDNA 

Accession AF006689 
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1 aattcggcac gaggtgtttg tctgccggac 
61 gtggcggcgg ggaagatggc ggcgtcctcc 
121 aagctgaagc aggagaaccg ggaggcccgg 
181 ccccagcggc ccaggcccac cctgcagctc 
241 ccatcctcag agagctcccc gcagcacccc 
301 gggctcccgt caaccctgtt cacaccccgc 
361 ctgcaggaga tcatgaagca gacgggctac 
421 gaaatcaacg acctggagaa cttgggcgag 
4 81 aagatgcgct tccggaagac cggccacgtc 
541 aacaaggagg agaacaagcg catcctcatg 
601 tgcccctaca tcgtgcagtg ctttgggacg 
661 atggagctca tgggcacctg cgctgagaag 
721 gagcgcattc tgggcaagat gacagtggcg 
781 aagcacggtg tcatccaccg cgacgtcaag 
841 cagatcaagc tctgcgactt cggcatcagc 
901 cggagcgccg gctgtgccgc ctacatggca 
961 aagccggact atgacatccg ggccgacgta 
1021 gcaacaggac agtttcccta caagaactgc 
1081 ctacaggaag agcccccgct tctgcccgga 
1141 ttcgtcaaag actgccttac taaagatcac 
1201 gaacacagct tcatcaagcg ctacgagacg 
1261 gatgtcatgg cgaagacctg agtcaccgcg 
1321 cttggcccct tcttcaggtt agcttgcttt 
1381 ggcattggcc cc 



tgacgggcgg ccgggcggtg cgcggcggcg 
ctggaacaga agctgtcccg cctggaagca 
cggaggatcg acctcaacct ggatatcagc 
ccgctggcca acgatggggg cagccgctcg 
acgccccccg cccggccccg ccacatgctg 
agcatggaga gcattgagat tgaccacaag 
ctgaccatcg ggggccagcg ctaccaggca 
atgggcagcg gcacctgcgg accggtgtgg 
attgccgtta agcaaatgcg gcgctccggg 
gacctggatg tggtgctgaa gagccacgac 
ttcatcacca acacggacgt cttcatcgcc 
ctcaagaagc ggatgcaggg ccccatcccc 
attgtgaagg cgctgtacta cctgaaggag 
ccctccaaca tcctgctgga cgagcggggc 
ggccgcctgg tggactccaa agccaagacg 
cccgagcgca ttgacccccc agaccccacc 
tggagcctgg gcatctcgtt ggtggagctg 
aagacggact ttgaggtcct caccaaagtc 
cacatgggct tctcggggga cttccagtcc 
aggaagagac caaagtataa taagctactt 
ctggaggtgg acgtggcgtc ctggttcaag 
gactaacggc gttccttgag ccagccccac 
ggccggcggc caacccctct ggggggccag 



(B) Homo Sapiens - JNKK2 (protein) 

Accession AAB9781 3 



1 maassleqkl srleaklkqe nrearrridl nldispqrpr ptlqlpland ggsrspsses 

61 spqhptppar prhmlglpst If tprsmes^eidhklqeim kqtgyltigg qryqaeindl 

121 enlgemgsgt cqpvwkinr fr ktghvia vkq inrrsgrl keen krilmdldvv lkshdcpyiv 

181 qcfgtfitnt dvfiamelmg tcaeklkkrm ggpiper i l ^gg^lSlrllSIwll e khg v i 

241 hrdvkpsnil ldergqiklc dfgisgrlvd skaktrsagc aaymaperid ppdptkpdyd 

301 iradvwslgi slvelatgqf pykncktdfe vltkvlqeep pllpghmgfs gdfqsfvkdc 

361 ltkdhrkrpk ynkllehsfi kryetlevdv aswfkdvmak t 



FIG. 31 (A-B) 



(C) Mus Musculus - JNKK2 (cDNA) 

Accession: NM 011944 



1 ggttgtcaga ctcaacgcag tgagtctgta 
61 tcgtgccgaa ttcggcacga gggaggatcg 
121 ccaggcccac cctgcaactc ccactggcca 
181 agagctcccc acagcaccct acacccccca 
241 caaccttgtt cacaccgcgc agtatggaga 
301 tcatgaagca gacagggtac ctgactatcg 
361 acttggagaa cttgggtgag atgggcagtg 
421 tccggaagac aggccacatc attgctgtta 
481 agaataagcg cattttgatg gacctggatg 
541 tcgttcagtg ctttggcacc ttcatcacca 
601 tgggcatatg tgcagagaag ctgaagaaac 
661 tgggcaagat gactgtggcg attgtgaaag 
721 tcatccatcg cgatgtcaaa ccctccaaca 
781 tctgtgactt tggcatcagt ggccgccttg 
841 gctgtgctgc ctatatggct cccgagcgca 
901 atgacatccg agctgatgtg tggagcctgg 
961 agttccccta taagaactgc aagacggact 
1021 agcccccact cctgcctggt cacatgggct 
1081 actgccttac taaagatcac aggaagagac 
1141 tcatcaagca ctatgagata ctcgaggtgg 
1201 cgaagaccga ttccccaagg actagtggag 
1261 ggtagcctca tggcagcggc cagccccgca 
1321 ccccaacctg gccaacccag ctgcccatca 
1381 gactgaggac agaaagtagg gggttcccat 
1441 gacaaaaggg catgctggtt cctaatccct 
1501 cccatcccac cccgacagac actgtgaacg 
1561 tttattcaat cataacctct gggctggggt 
1621 tcaaaccaac tctgagtatg gaactctcag 
1681 ctcactcacc aacagtgacc acttggatct 
1741 ctgttgggag ccttgcactc actatagtct 
1801 caacaacaac aacaacaaca acaagctgcc 
1861 ctcttgagta tcgctttctg ggagggttcc 
1921 atcgttcact gcacttacta tgcactgaca 
1981 tacacatttg tcttaaaatt tgccacagct 
2041 caaagcttgt accaagcttt ctcactggtc 
2101 tatcaactgg aggaaactgt tcaagtgttc 
2161 acctatgggg tgaggttcct attctcaggg 
2221 tttcagtgca aattagagac agttcatgtt 
2281 attctggctt tgtttatctc tcgtgccgaa 



aaaggctcta acatgcagga gcctttgacc 
acctcaactt ggatatcagc ccacagcggc 
acgatggggg cagccgctca ccatcctcag 
cccggccccg ccacatgctg gggctcccat 
gcatcgagat tgaccagaag ctgcaggaga 
ggggccagcg ttatcaggca gaaatcaatg 
gtacctgtgg tcaggtgtgg aagatgcggt 
agcaaatgcg gcgctctggg aacaaggaag 
tagtactcaa gagccatgac tgcccttaca 
acacagacgt ctttattgcc atggagctca 
gaatgcaggg ccccattcca gagcgaatcc 
cactgtacta tctgaaggag aagcatggcg 
tcctgctaga tgagcggggc cagatcaagc 
ttgactccaa agccaaaaca cggagtgctg 
tcgaccctcc agatcccacc aagcctgact 
gcatctcact ggtggagctg gcaacaggac 
ttgaggtcct caccaaagtc ctacaggaag 
tctcagggga cttccagtca tttgtcaaag 
caaagtataa taagctactt gaacacagct 
atgtcgcgtc ctggtttaag gatgtcatgg 
tcctgagtca gcaccatctg cccttcttca 
ggggccccgg gccacggcca ccgacccccc 
ggggacctgg ggacctggac gactgccaag 
ccagctctga ctccctgcct accagctgtg 
cccactctgg ggtcagccag cagtgtgagc 
gaagacagca ggccatgagc agactcgcta 
aacccccagg ggcagagaga cggcacgagc 
gctctctgaa ctctgacctt atctcctgga 
ttaacagacc tcagcacttc cagcacactg 
caaacacaac aacaacaaca acaataataa 
tctggttagc ttactgcatg cttccctcag 
tcgaggtccc tggacggatg acttcccagc 
taatatgcac cacattttgt gattgcaaga 
gaaacaaagg gtatattaaa ggtataacgt 
tgtgggggct tcagccggtg cttggaatac 
tgtttagacc acactggaca gaaaacagat 
tttgtttgtt tgtttgtttg tttgtttgtt 
ttcttgcagt tgtttttttc tggggggata 
ttc 



FIG. 31 (C) 



(D) 



Mus Musculus - JNKK2 (protein) 

Accession: NP 036074 



1 mlglpstlft prsmesieid qklqeimkqt gyltiggqry qaeindlenl gemgsgtcgq 
61 vwkmrfrktg hiiavkqmrr sgnkeenkri lmdldvvlks hdcpyivqcf gtfitntdvf 
121 iamelmgica eklkkrmqgp iperilgkmt vaivkalyyl kekhgvihrd vkpsnillde 
181 rgqiklcdfg isgrlvdska ktrsagcaay maperidppd ptkpdydira dvwslgislv 
241 elatgqfpyk ncktdfevlt kvlqeeppll pghmgfsgdf qsfvkdcltk dhrkrpkynk 
301 llehsfikhy eilevdvasw fkdvmaktds prtsgvlsqh hlpffr 



FIG. 31 




